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Phone: (+1) 403 - 923-8131 

Email: rousha704@gmail.com 

 

Objective 
 Looking for the research/Lab manager position in organization which uses my 

skills and expertise in NMR metabolomics and NMR facility maintenance. 

 

Education 
 

1998:   Ph.D. Physics, Molecular Physics and Thermodynamics 

  Kazan State University, Kazan, Russia 

Thesis: "Stereodynamic Properties of Middle Size Heterocycles in Solutions by 

One and Two Dimensional NMR". 

      

1987:  M.S. in  Radiospectroscopy and Quantum Electronics, Kazan State University,  

 Kazan, Russia 

  

  

Research and Teaching Experiences 
 

2010 – present: Research Associate, Metabolomics Research Centre, Department of Biological 

Sciences, University of Calgary, Calgary, Canada. 

 Carry out NMR metabolomics studies of animal models and human clinical 

samples in different area of cancer research, inflammatory diseases and dietary 

deficiencies. 

 Maintenance of NMR facility including four NMR spectrometers (400, 500, 

600 and 700 MHz). 

 

2006 – 2010: Postdoctoral Research Associate, Metabolomics Research Centre, Department 

of Biological Sciences, University of Calgary, Calgary, Canada. Advisor Prof. 

Hans J. Vogel. 

 Carried out metabolomics analysis of human and animal biofluids and plant 

extracts by NMR spectroscopy and multivariable statistical analysis methods. 

 Participated in development of the Human Metabolom Data Base 

(www.hmdb.ca, the Human Metabolom Project, Principal Investigators – Prof. 

David Wishart, University of Alberta, Prof. Hans J. Vogel, University of 

Calgary): chemical shift assignment of standard human metabolites (small 

molecules) in 1D proton and 2D NMR spectra. 

 Assisted postdoctoral fellows and graduate students with NMR aspects of 

http://www.hmdb.ca/


metabolomics research. 

 

2003 - 2006: Postdoctoral Visiting Fellow, Biotechnology Research Institute, National 

Research Council of Canada, Montreal, Canada. Supervisor Dr. Feng Ni. 

 Studied protein/peptide structures and interactions using multidimensional 

NMR and structure calculation methods. 

 

2001 - 2003: Teaching instructor (adjunct), Department of General Physics, Kazan State 

University, Russia. 

 Taught the laboratory sections for undergraduate course of General Physics.  

 

2000 - 2003: Senior research fellow, NMR Laboratory, Department of Chemistry, Kazan 

State University, Russia. 

 Conducted the structure and dynamics investigations of organic heterocyclic 

compounds in solution and solid state by NMR Spectroscopy.  

 Supervised the NMR facility in the Laboratory. 

 

1999 - 2000: Postdoctoral Visiting Fellow, University of Turku, Turku, Finland. 

 Carried out conformational studies of fused heterocyclic systems and 

characterization of chemical reaction products by NMR spectroscopy and 

quantum chemistry calculations. Supervisor Prof. Kalevi Pihlaja. 

 

1987 – 1999: NMR manager in the NMR Laboratory, Department of Chemistry, Kazan State 

University, Russia. 

 Was responsible for the maintenance of NMR spectrometer Varian “Unity-

300”. 

 Collaborated in research with other members of the Laboratory and research 

groups at the department. 

 Taught the practical courses of NMR Spectroscopy for graduate students. 

 

 

Awards and Fellowships 
 

 Visiting fellowship in Canadian government laboratories, NSERC, Canada, 2003-2006. 

 Postdoctoral  fellowship, McGill University, BRI NRC, Canada, 2003. 

 Principal investigator of research grant, Russian Foundation for Basic Research, Russia, 

1999-2001. 

 CIMO scholarship grant, Centre for International Mobility, Finland, 1999-2000. 

 

 

Research Interests 

 

 Metabolomics study by NMR spectroscopy for animal models and clinical samples in 

different area of cancer research, inflammatory diseases and dietary deficiencies. 

 Study of protein and/or peptide structures and interactions by NMR spectroscopy. 

 Conformational and dynamics study of small organic molecules by solution and solid-state 



NMR spectroscopy. 

 

 

Skills: 

 

Extensive knowledge of whole NMR metabolomics workflow: preparation of NMR samples of 

different biofluids, running NMR experiments, assigning and profiling of NMR spectra, 

statistical analysis using multivariate (SIMCA) and univariate methods (ANOVA). 

 

Operating and maintaining of NMR spectrometers ranging from 300 MHz to 800 MHz from 

different manufacturers (Varian, Bruker, Jeol).  Good knowledge of Varian and Bruker NMR 

hardware for solution and solid-state NMR spectroscopy. Pulse sequence programming and 

implementation of new NMR experiments. 

 

Extensive use of different NMR software for data processing and analysis: XWINNMR, 

TopSpin, VNMR, NMRPipe, NMR-View, NUTS (Acorn NMR Inc.), MestRe-C.   

 

NMR based protein/peptide structure calculations using multiple software packages: CNS, 

ARIA, TALOS (prediction of protein backbone angles using a chemical shift database), PALES 

(prediction of sterically induced alignment). 

 

Expressions and purifications of recombinant isotope labeled protein samples for NMR study. 

 

Conformational calculations and analysis using Molecular Modeling and Analysis packages (CS 

Chem 3D, HyperChem), computational chemistry software (Mopac, GAMESS). 

 

Extensive use of computers working on multiple platforms (UNIX, Linux, Windows). 
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